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Kdo za centrem stoji

e Mgr. Radka Symonova, Ph. D.
o Iniciator celého centra
o Veé&decky pracovnik na HBU AV CR
e Ing. Dominik Matoulek
o “Ten pres pocitace”
o Student Didaktiky Fyziky na PRF UHK
o Programator ve firmé Red Hat
e Mgr. Katerina Rodrova

o  Prvni bioinformatik!
o Analytik v FN HK



Historie a cile centra

e “Kdo by mi pomohl zanalyzovat biologicka data”?”
e Nikde zadny bioinformatik v okoli HK...
e FN HK, FaF UK, LF UK, PRF UHK...

-> Erasmus+ projekt

e Podpora védcu, studentu a firem v jejich bioinformatickych
vyzkumech a potrebach

e \edeni praci, poradani kurzu, konzultace a vlastni popularné
naucna cinnost v oblasti biologie...

“Bioinformatika neni moznost, ale nutnost!”


https://ec.europa.eu/programmes/erasmus-plus/projects/eplus-project-details/?fbclid=IwAR1oM6_pVk7BGAxsq9b6PSU_MBsh7dY18xt8zNFnDHfMLprBYxEp562CvLw#project/2019-1-CZ01-KA203-061433

Poradane kurzy

e Introduction to Python for biologists
o Kurz probéhl 18.5. - 22.5. 2020
o Cilem bylo vybranou skupinu studentt seznamit s jazykem
Python a souvisejicimi knihovnhami
o Python Il byl tento rok
e Introduction to R for biologists
o Kurz probéhl 26.10. - 30.10. 2020
o Python a R jsou skvéla dvojka pro “Data Science”
o Kurz mel téz pokracovani



Publikované clanky

e GC and Repeats Profiling along Chromosomes—The Future of
Fish Compositional Cytogenomics
o https://www.mdpi.com/2073-4425/12/1/50

e Quantitative Approach to Fish Cytogenetics in the Context of
Vertebrate Genome Evolution
o https://www.mdpi.com/2073-4425/12/2/312

e https://github.com/bioinfohk



https://www.mdpi.com/2073-4425/12/1/50
https://www.mdpi.com/2073-4425/12/2/312
https://github.com/bioinfohk
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Plany?



Virova genetika

e Databaze gisaid.org obsahuje dost virovych sekvenci ke “hrani”
e Cely dataset ma okolo 100 GB a to je priblizne 2 miliony

sekvenci
Reference: AA GC TA -- -C CS -A TG
Example: GG GC TA A- -C CA -A TG

Difference: 11 00 00 10 00 01 00 O -> 4


https://www.gisaid.org/
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Histogram cetnosti zmén Rusko
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Cetnost
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Cetnost
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Cetnost
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Otazky?
dominik.matoulek@uhk.cz



mailto:dominik.matoulek@uhk.cz
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